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Relationship of methylation of p16 gene with long life expectancy
of Zhuang ethnic group elderly people:report of 156 cases

in Guangxi Bama area
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[Abstract] Objective To explore the relationship between the methylation of p16 gene and human longevity.
Methods The methylation specific polymerase chain reaction was used to analyze the methylation status of p16 gene
- in 156 long-lived healthy Zhuang ethnic group people (aged 90-105 years, mean 93, 2 years, long-lived group, LG) and
142 healthy controls (aged 20-72 years,mean 34. 8 years, control group,CG) from Bama area. The difference in p16
gene methylation between the two groups was analyzed to study the role of pl6 gene methylation in human longevity.
Results The methylation of pl6 gene was more frequent in CG than in LG. Conclusion The methylation of pl6
gene is less frequent in long-lived Zhuang ethnic group elderly people in Bama area.
[Key words] p16 gene;methylation; longevity

AFEGESFEREMBEEEYFRKY
(F HPEEREHMEREEAGBRERZ
— FFEEREEEXR MNEMNEESESN
R ERXREY ., pl6 RER-FEZERM
BENEARNEKEAR. AT . EE2EIRPH
HWEEKEZNME,pl6 EHE KN REC HIE
TRIFLMHEEAENFREEZ M, RAITF 2006 4£
5 A% 2008 £ 5 BHTEGKFEA pl6 EXEHF
HAHR, LE— /R HSKRFNLR,

1 M&EHZE
1.1 Z®xg KHH 15608 46,4 1104, 4

1% 90~105(3F 93.2) % , o =100 # 12 fil, %t
M4 142(5 57, % 85) B, & #% 20~T72(FE1 34. 8)
%, XERREMEHAEEECTEMRZEHY
HEEAEHEHT E¥ 8 R E. 90 B EEA
BHEDREKERRINEZEETRER HE
BRI R, fESBANR—HER
BAXMEXR BEILBENREN, EFIRR
HEh S KFAHELRMR.

1.2 Z®5#% ple ZEPEMAMHNFER
DNA YA RS E UMM EMERATHE C
AR U B3 FE R4 P REAMN C XK,
TR TR X A RE S| #7347 PCR &7 3% B o] R )

XeTE .S BHHELEL M H 0728160); " WH W /T %4 (No. # & JYT0702006)
fe# B fL.533000 FEH HIRKEFRELRDFRBRKLEFZORXR, XL, Fot £, TH¥);530021 §F W, BEHAER

BABFYFZ(FHI LB DLE LR EHRGE)

WA B W4, Tel: 13807861556, E-mail; chwch3268@sina. com



QHEEZTILREERRTE 2010F 88280 9% £4 8 Chin ] Mult Organ Dis Elderly, Vol. 9, No. 4, Aug 28, 2010 e 303

R, BELRINT. 8MNLRXIREHK
M 2ml, INEEYERr B BR L H B B8 (ACD) Hi 8¢, A&
IR/ B0 iR kR B A 4 DNAW, TE %
W% DNA B4 B 4 CRA. B 50 pl(2pug) DNA
BES, B0 A %7 8% Bl B B9 NaOH (3 mol/L) 5. 5 pl,
42°C/K¥ 30 min, HOAR e B ) SRR (10 mmol/L)
30 pl F0 T B B 84 (3. 9 mol/L, Sigma 2 f])
510 gl /A 18 0K 55 C/K # 16 h, 47 DNA
&45. FH Wizard DNA 4ifk Z %5 (Promega) 4i{k
DNA, #EH kS 884t S B e Faft L, %
LR DNA 5 1 ml gifb W I8R5 G ¥ B 4
&, g ERHE, FEA 2ml 80% R BB ER—K,
14 000 r/min B.L4ELAE 2 min, i 50 ] FHKE
K F4i4eAE (65°C) , Z{RHE 1 min, 13 000 r/min
B0 2min, FALEKE, HIA 5l FHEAE K NaOH
(3mol/L), 42°C K 15 min, 1A Z B 4k (& ¥k B
3mol/L) .1 gl BEF (10 g/ L) A= AR A LK 2. 8%,
—20Cit®. F 4CTF 14 000 r/min B .0 20 min,
TONZ BB ¥ N 50 pl SR KEMEA. 5193t
SRR, pl6 FEIN B AL B B 5191 (150bp) « i
5- TTA TTA GAG GGT GGG GCG GAT CGC -3/,
T 5'- GAC CCC GAA CCG CGA CCG TAA -3';
pl6 RHE B AL /5 Bi 519 (151bp) : L i 5~ TTA
TTA GAG GGT GGG GTG GAT TGT -3, Fiff 5'-
CAA CCC CAA ACC ACA ACC ATA-3', Rpitk
AR 25 ul, BIRMEEDIMA LRFFY.
PCR [z i %4 :94°C Fi A 4% 4 min, 94°C 241 min,
59. 8'CiB:k 1 min, 72°CZE# 1 min, 4T 33 MMEH
RMi. #ETHE I 8 ul PCR KM =W 2% 5
BeeEEEm e vk, B 45 mA, L E 100 V, BB EK&R
FEZEBH 1 X TBE Z i, BIK/E, FE R HMKE
HUERR  BRIFCRGER. BREATI DY H
A 150bp ZHW AR ERRET PR FFE
L3Iy A 151bp ZE N BRAZEN KRR ER
@D,

1AL A
1 2 3 4

A AL 4L
1 2 3 4

E1 ple ERFENLISREPCRTMER
M:ﬁ‘ﬁm;l,z,s,4:ﬁ*%

L3 &it#4zE KEAMMEANESERFGE
WA o 5, B SPSS IFEHEIT .

2 & R

ZBIHFTREKFNEWME K, By
B LA BT, ATH R B AT BE 35 L IR AT .
B Tl AR I ARG, b T334 A H
At ST A A MK FA LM E LR B
PLHEE B9 BLAE A, FF ¥ X B4 40 28 20~ 40 % A1
U~EFAIEHASTHNERFHH#ITHE. HR
BRKHFH pl6 RENFREAEERTFRA. R
EEiEE L (P<0.05;% 1,% 2),

%1 KHEAT 20~40 SHHAA ple ERFELN %
RHER((%))

GiE- s E| D214
B B# ik
KE4 156 9(6) 22(14) 52(33)*  73(4D)*
STH4 103 13(13) 28(27) 25(24)  37(36)
. G RA K, * P<0.05
#2 KHEAW4~72 $HRA pl6 EEFELSH

#HH K

BERBW(%)

ik iR P RAA
ax  Hm

B i B g
K&EH 156 9(6) 22(14) 52(33)  73(47)
hog:ib| 39 4(10) 11(28) 13(33)  11(28)*
. Sxf A A, - P<0.05
3 i #

MEENSAREEAEBTIHXR, pl6 X
HE BRI RRE WM ENHERZ —, ERERE
S5#ZMEAX. plé BT INK4a/ARP fi 5 Hfif
EWHEE, T REHK 21, KABEAE
CDK4 #¥. EHHBFR R pl6 HH K 1
BRSMEAENEKR CH%¥ENEERES
FiME X R THIRS . RNAHREERY pl6
ENESHRELEERERR, pl6 ZHRM AR
RERBRAMELRMENEERRZ -,

DNA B E R EFERBIRERA R RERR
A AMTAR ) 3 B £ R A1 1 R 2 R gl kL 2%
T REMERE KRANARELATAY
MEZERE. HATX DNA B 2ALRFREL TE
Y8, DNA AR R A4 RN R A IPLEIEA
Fi#t—HHFR. FEMAR pl6 ERREHEZE
#l,p16 BH 5-CpG H R HEMCHIUEL S pl6 EH



» 304 -

HEZFIREHRRAT 2010F 8288 F9% $F41 Chin ] Mult Organ Dis Elderly, Vol 9, No. 4, Aug 28, 2010

HREFBEDHXRS. INHTREEHTFRE
B AL B pl6 HETIRA %,

AR, KFARA ple BEPEMRY
BRI, BESEERBEREFARDBRBZ—,
HEFRAERXR, MHENRE ST S5HIER
MBERXREY., TRERBTKFEA pl6 &
B AR, (575 p16 FHRIE A, AT B8
SE SR AFREREILE.

MEBELTALRIERR, KFH pl6 EHF &
R B E T X B, K X B4 K 20~40 3
A~T2EWMER A5 5 K FAHTHE, R
WA~ PERAPRELHEEEZRAEL,
HERHERS pl6 RRFRMABER —EXR. T
B, 7R P otk pl6 ZRF A LB, 1A
ARMHEFIAR pl6 B P EABERA—HY. 78
AHRERY, KESHHNZEFEHLRR, AKX
KERAABWBRBEMES . BERLERKS
BREAESS HSEBFIRRERRRAERRE
PR R B, AR AREREERXPHET
REENER. b TRIEEREENGERR
HE 7%, B, BAE R AR E SR &ERN
TR TEBEE R — MBS

B2, pl6 EF P REMASFENXREY, M
KEAREARXLENKRABIRF B TXE
ERMMEERRKNELTER A RALNE
EVHRUESHERKE, LERMNEUEFH
TERTESHRERERBRR. B EED
R PEBEE 1 8 R o HL, BBt AR
BRItk O 98 AE B TR A6 7 T ik BT ST R L3 O
IR R

[$%30k]

[1] Esteller M, Comn PG, Baylin SB, etal. A gene hyper-

methylation profile of human cancer[J]. Cancer Res,
2001, 61(8). 3225-3229.

[2] Herman JG, Graff JR, Myohanen S, et al. Methyla-
tion-specific PCR; a novel PCR assay for methylation
status of CpG islands[J]. Proc Natl Acad Sci USA,
1996, 93(18): 9821-9826.

[3] g . EEE # =,%. plo EEPEAKREN
FEMELEEMSMAL] ZRHEMKEER,
2002, 37(1); 18-21.

(4] FAXE% AR FEYEXBERIM]L. B2 &
e PEBHERKE R, 1993:108.

[5] KimYS, Kim JS, Jung HC, etal. Regression of low-
grade gastric mucosa-associated lymphoid tissue lym-
phoma after eradication of Helicobacter pylori ; possi-
ble association with p16 hypermethylation[J]. J Gas-
troenterol, 2002, 37(1); 17-22,

[6] Warltatmbe T, Nakamura M, Yonekawa Y, et al.
Promoter hypermethylation and homozygous deletion
of the pl9ARF and pl6INK4a genes in oligodendrogli-
omas[J]. Acta Neuropathol, 2001, 101(3):185.

[7] Ahmad T, Gore M. Review of the use of topotecen in
ovarian carcinoma[ J]. Expert Opin Pharmacother,
2004, 5(11); 2333-2340.

[8] Kang GH, Lee S, Kim JS, et al. Profile of aberrant
CpG island methylation along the multistep pathway of
gastric carcinogenesis [ J].” Lab Invest, 2003, 83
(5): 635,

[9] Perls T, Kunkel L, Puca A. The genetics of aging
[J]. Curr Opin Genet Dev, 2002, 12(3): 362-369.

[10] ##x% ELDHE 29 AEREAMRREESR].

AR EERSERE, 1982, 1(20); 70-73.

CHCRE B 34 . 2009-02-17; 48 18] H $9 : 2010-03-25)



